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AF022716 1478 bp mRNA linear PLN 05-JAN-1999 

Solanum tuberosum GDP-mannose pyrophosphorylase (Gmp) mRNA, 
complete cds . 
AF022716 

AF022716.1 GI:4103323 
potato . 

Solanum tube rosum 

Eukaryota; Vi ridiplantae ; St reptophyta ; Embryophyta ; Tracheophyta ; 
Spermatophyta ; Magnoliophyta ; eudicotyledons ; core eudicots; 
Asteridae; euasterids I; Solanales; Solanaceae; Solanum. 
1 (bases 1 to 1478) 

Keller, R., Kossmann, J. and Willmitzer , L . 
Direct Submission 

Submitted ( 03-SEP- 1 997 ) MPI fuer Molekulare Pf lanzenphysiologie, 
Karl-Liebknecht-Str . 25, Haus 20, Golm 14476, Germany 

Location/ Qualifiers 

1 . . 1478 

/organism="Solanum tuberosum" 

/db_xref="taxon: 4113" 

1 . . 1478 

/gene="Gmp" 

136. . 1221 

/gene="Gmp" 

/codon_start=l 

/product = "GDP-mannose pyrophosphorylase 1 ' 
/protein id=" AAD01737 . 1 " 
/db_xref= n GI : 4103324" 

/ translation="MKALILVGGFGTRLRPLTLSVPKPLVEFANKPMILHQIEALKAV 
GVTEWLAINYQPEVMLNFLKE FEASLGI KITCSQETE PLGTAGPLALARDKLIDDSG 
EPFFVLNSDVISEYPFKEMIQFHKSHGGEAS LMVTKVDE PSKYGVWMEESTGQVERF 
VEKPKLFVGNKINAGFYLLNPSVLDRIQLRPTSIEKEVFPKIAAEKKLYAMVLPGFWM 
DIGQPRDYITGLRLYLDSLKKHSSPKLASGPHIVGNVIVDESAKIGEGCLIGPDVAIG 
SGCV I ESGVRLSRCTVMRGVRI KKHAC ISGS I I GWHSTVGQWARVENMTI LGEDVHVC 
DEI YSNGGWLPHKEIKSSILKPEIVM" 



395 a 



279 c 



334 g 



470 t 



BASE COUNT 
ORIGIN 

1 ctaaacacac tcactcccct tcttctttct tgtttgttcg gttgggtctc tctctgactt 

61 gagtccactc attcttcaat tcagtctttg gattttctcg atctacaatt cttaaaggaa 

121 ctttgatatc tcaagatgaa ggcacttatc cttgttggag ggttcggtac teggctcagg 

181 ccactcaccc tcagtgtccc aaagccactc gtcgaatttg ctaacaaacc aatgattttg 

241 catcagattg aggctctcaa ggctgttgga gtaaccgaag ttgtactggc tattaactac 

301 caacctgagg tgatgctgaa cttcttgaaa gaatttgagg caagecttgg aatcaagatc 

361 acctgttctc aagaaactga accacttggc actgctggtc cccttgcttt ggctagagat 

421 aagctgatag atgactctgg tgaaccattt tttgttctta acagtgatgt tatcagtgaa 

481 tatccattca aggagatgat tcaattccac aaatcccatg gtggtgaggc ttctttgatg 

541 gtgaccaagg tggatgagee ttctaaatat ggtgttgttg tcatggaaga atccactggg 

601 caagtagaga gatttgtgga gaagccaaag ttatttgttg gcaacaagat caatgctgga 

661 ttttacctgc tgaacccttc tgtcctagac agaattcaat tacggccaac atcaattgag 

721 aaagaggttt ttccaaaaat tgcagcagag aagaaactgt atgcaatggt gctacctgga 

781 ttttggatgg acattggeca accaagagat tacattactg gcctcagact ctatctggat 

841 tctttaaaga aacactcttc acctaaattg gcttcaggac cacacattgt cggaaatgtc 
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901 atagtggatg aatctgccaa gattggagag 

961 ggttctggtt gtgtgattga gtctggagtt 

1021 gtccgcatca agaaacatgc atgeatctea 

1081 ggacaatggg ctcgtgttga gaacatgacc 

1141 gaaatttaca gcaatggagg tgtagttttg 

1201 aaacctgaaa tcgtgatgtg aggatatget 

1261 tattcagttc tttatgatgt ctttttcctt 

1321 ctcttcttct tcaagtgtga aaagtcggtc 

1381 gctgaattgt tgttatgttg tgaaaggtat 

1441 ttttgttata tatagataaa taaagtttcc 



ggttgtttga taggaccaga tgttgcaatt 

agactctccc gttgcactgt gatgegagga 

ggtagcatca ttggctggca ctctactgtt 

attctegggg aagatgtcca tgtttgtgat 

ccccacaagg agatcaaatc cagtatattg 

tgttagcact aggaaaaata taagtttatg 

acctattcct gatttggttg gtttccagtt 

ctgagaattc gagtgatgta aacttttctt 

gagatattgt aagactggga aatgtgtaat 
ccttaaaa 
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